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<110> MITSUBISHI CHEMICAL CORPORATION 
KOHNO, Toshiyuki 

<12 0> NMR SIGNAL ASSIGNMENT METHOD 

<130> 2006_1114A 

<140> 10588152 
<141> 2008-06-05 



<150> JP 2004-025592 

<151> 2004-02-02 

<150> PCT/JP20 05/0 01872 

<151> 2005-02-02 

<160> 4 

<170> Patentin version 3.3 

<210> 1 

<211> 32 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Oligonucleotide 

<400> 1 

cgccatatga gcgataaaat tattcacctg ac 32 



<210> 2 

<211> 37 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 2 

gcggtcgacc tattaggcca ggttagcgtc gaggaac 37 



<210> 3 

<211> 109 

<212> PRT 

<213> Escherichia coli 

<400> 3 



Met Ser Asp Lys lie lie His Leu Thr Asp Asp Ser Phe Asp Thr Asp 
15 10 15 



Val Leu Lys Ala Asp Gly Ala lie Leu Val Asp Phe Trp Ala Glu Trp 
20 25 30 



Cys Gly Pro Cys Lys Met lie Ala Pro lie Leu Asp Glu lie Ala Asp 
35 40 45 



Glu Tyr Gin Gly Lys Leu Thr Val Ala Lys Leu Asn lie Asp Gin Asn 
50 55 60 



Pro Gly Thr Ala Pro Lys Tyr Gly lie Arg Gly lie Pro Thr Leu Leu 
65 70 75 80 



Leu Phe Lys Asn Gly Glu Val Ala Ala Thr Lys Val Gly Ala Leu Ser 
85 90 95 



Lys Gly Gin Leu Lys Glu Phe Leu Asp Ala Asn Leu Ala 
100 105 



<210> 4 
<211> 108 
<212> PRT 

<213> Escherichia coli 
<400> 4 

Ser Asp Lys lie lie His Leu Thr Asp Asp Ser Phe Asp Thr Asp Val 
15 10 15 



Leu Lys Ala Asp Gly Ala lie Leu Val Asp Phe Trp Ala Glu Trp Cys 
20 25 30 



Gly Pro Cys Lys Met lie Ala Pro lie Leu Asp Glu lie Ala Asp Glu 
35 40 45 



Tyr Gin Gly Lys Leu Thr Val Ala Lys Leu Asn lie Asp Gin Asn Pro 
50 55 60 



Gly Thr Ala Pro Lys Tyr Gly lie Arg Gly lie Pro Thr Leu Leu Leu 
65 70 75 80 



Phe Lys Asn Gly Glu Val Ala Ala Thr Lys Val Gly Ala Leu Ser Lys 
85 90 95 



Gly Gin Leu Lys Glu Phe Leu Asp Ala Asn Leu Ala 



100 



105 



